Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.009 Å; R factor = 0.064; wR factor = 0.145; data-to-parameter ratio = 14.4. 
Related literature
For the preparation of butallylonal, see: J. D. Riedel Akt. -Ges. (1924); Boedecker (1929) . For related structures, see: AlSaqqar et al. (2004) ; Gelbrich et al. (2007 Gelbrich et al. ( , 2010 ; Craven et al. (1969) ; Gatehouse & Craven (1971) ; Lewis et al. (2004) ; Zencirci et al. (2009) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
0.89 (4) 1.87 (4) 2.757 (6) 177 (5) Symmetry code: (i) x; y þ 1; z.
Data collection: CrysAlis PRO (Oxford Diffraction, 2007 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP in SHELXTL (Sheldrick, 2008) and Mercury (Bruno et al., 2002) ; software used to prepare material for publication: publCIF (Westrip, 2010 The main difference to the title structure is that in these cases, a second C=O group participates in hydrogen bonding so that two antiparallel strands of H-bonded barbiturate molecules are linked together directly via centrosymmetric R 2 2 (8) rings (Bernstein et al., 1995) .
A solution of butallylonal ("Pernocton"; J. D. Riedel -E. de Haën AG, Berlin) in 1,4-dioxane was filled into an NMR tube and left for evaporation. Colourless crystals of the title compound were obtained after several weeks.
Refinement
All H atoms were identified in a difference map. H atoms bonded to C atoms were positioned geometrically and refined with U iso (H) = 1.2 U eq (C). Hydrogen atoms attached to N were refined with restrained distances [N-H = 0.88 (2) Å], and their U iso parameters were refined freely.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structures of (I) with displacement ellipsoids drawn at the 30% probability level. Hydrogen atoms are shown as spheres of arbitrary size. Symmetry code: (i) -x, -y, -z. 
